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pMIR-REP-dCMV-RAC1 3" UTR (336-1521) wt + downstream gDNA

Absent Sites 0 Absl,Afel,Alel,Apal,AsiSI,Bael,Bael',Barl,Barl',BbvCl,BmgBI,BpulOl,BstXI,Bstz171,Fall,Fall',Fsel,FspAl,MauBI,Mrel,Nael,
NgoMIV,Nrul,Pasl,PfIMI,Pmel,PspOMI,SgrDI,Spel,Srfl,Swal

Aarl 1 1178 (7344)
Acc65l 1 3674 (7344)
Accl 1 6809 (7344)
Aflll 1 1210 (7344)
Agel 1 6977 (7344)
Ahdl 1 5031 (7344)
Alol 1 3433 (7344)
Alol' 1 3401 (7344)
AlwNI 1 4554 (7344)
Arsl 1 2221 (7344)
Arsl' 1 2253 (7344)
Ascl 1 470 (7344)

Avrll 1 7028 (7344)
BamHl 1 3409 (7344)
Bcll 1 1371 (7344)
Bglll 1 1739 (7344)
Blpl 1 1507 (7344)
BsaBI 1 6193 (7344)
Bsgl 1 1636 (7344)
Bsml 1 6106 (7344)
Bsu36l 1 2788 (7344)
BtgZI 1 3659 (7344)
Clal 1 2037 (7344)
CspCl 1 3623 (7344)
CspCl' 1 3588 (7344)
Dralll 1 6352 (7344)
EcolICRI 1 479 (7344)

EcoNI 1 1786 (7344)
EcoRV 1 2066 (7344)
Hpal 1 6092 (7344)
Kpnl 1 3678 (7344)
Milul 1 483 (7344)

Mscl 1 6545 (7344)
Ndel 1 185(7344)

Notl 1 407 (7344)

Pacl 1 2082 (7344)
Pcil 1 4138 (7344)
Pmll 1 1556 (7344)
PshAl 1 1693 (7344)
PspXI 1 1750 (7344)
Psrl 1 3271 (7344)
Psrl' 1 3239 (7344)
Rsrll 1 6801 (7344)
Sacl 1 481 (7344)

Sacll 1 6708 (7344)
Sall 1 6808 (7344)
SanDl 1 682(7344)

Sbfl 1 7000 (7344)
Scal 1 5511 (7344)
Sfil 1 7082 (7344)
SgrAl 1 1972 (7344)
SnaBI 1 3657 (7344)
Xcml 1 2670 (7344)
Xhol 1 1750 (7344)

Xu et al., Transcriptome and targetome analysis in miR155 expressing cells using RNA-seq, RNA, 1010, 16: 1610-1622
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TCGCGCGTTTCGGTGATGACGGTGAAAACCTCTGACACATGCAGCTCCCGGAGACGGTCACAGCTTGTCTGTAAGCGGATGCCGGGAGCAGACAAGCCCG

e I I I I
AGCGCGCAAAGCCACTACTGCCACTTTTGGAGACTGTGTACGTCGAGGGCCTCTGCCAGTGTCGAACAGACATTCGCCTACGGCCCTCGTCTGTTCGGGC

Ndel

|
TCAGGGCGCGTCAGCGGGTGTTGGCGGGTGTCGGGGCTGGCTTAACTATGCGGCATCAGAGCAGATTGTACTGAGAGTGCACCATATGCGGTGTGAAATA

et fot
AGTCCCGCGCAGTCGCCCACAACCGCCCACAGCCCCGACCGAATTGATACGCCGTAGTCTCGTCTAACATGACTCTCACGTGGTATACGCCACACTTTAT

CCGCACAGATGCGTAAGGAGAAAATACCGCATCAGGCGCCATTCGCCATTCAGGCTGCGCAACTGTTGGGAAGGGCGATCGGTGCGGGCCTCTTCGCTAT

T T T
GGCGTGTCTACGCATTCCTCTTTTATGGCGTAGTCCGCGGTAAGCGGTAAGTCCGACGCGTTGACAACCCTTCCCGCTAGCCACGCCCGGAGAAGCGATA

TACGCCAGCTGGCGAAAGGGGGATGTGCTGCAAGGCGATTAAGTTGGGTAACGCCAGGGTTTTCCCAGTCACGACGTTGTAAAACGACGGCCAGTGCCAA

= T T T
ATGCGGTCGACCGCTTTCCCCCTACACGACGTTCCGCTAATTCAACCCATTGCGGTCCCAAAAGGGTCAGTGCTGCAACATTTTGCTGCCGGTCACGGTT
pMIR-REP seq fwd

EcolCRI

Sacl
‘Notl ‘Ascl ‘Mlul

GCTAGCGGCCGCATACAAAAAACCAACACACAGATCCAATGAAAATAAAAGATCCTTTATTAAGCTTGGCGCGCCGAGCTCACGCGTaggcaaacaaaca
]

LA LR DL T
CGATCGCCGGCGTATGTTTTTTGGTTGTGTGTCTAGGTTACTTTTATTTTCTAGGAAATAATTCGAACCGCGCGGCTCGAGTGCGCAtccgtttgtttgt

SV40 Poly A Signal RAC1 do...am gDNA
| <4
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1

cacaccaggaacttgttcatcaagtctcaaaaacaccagtattaccagtcgTATGATTCAAGGATTTATTAAGTCATACATGCAAAACATAATGCTAATT
1 ] ] ] ] ] ]

gtgtggtccttgaacaagtagttcagagtttttgtggtcataatggtcagcATACTAAGTTCCTAAATAATTCAGTATGTACGTTTTGTATTACGATTAA

RAC1 downstream gDNA miR-155 7mer-m8
RAC1 3' UTR
B |
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1
t } t } t } t } t L o e e N B i e e e
SanDl

|
GCATTAGCAAAAGATCAATGTAAAAACACTCCACAATTCTGCAACTGTCAATTTAAAAAATTCTGTTGTAGTGGCTGAAGGGTCCCACGCTGTATTCTCG

= T T U T T
CGTAATCGTTTTCTAGTTACATTTTTGTGAGGTGTTAAGACGTTGACAGTTAAATTTTTTAAGACAACATCACCGACTTCCCAGGGTGCGACATAAGAGC

miR-15...mer-m8

RAC1 3' UTR

CCAGTGAGTTAAGTTGTACAGAACATCGTCAGCACTAGCACAGTTTACAGAACCTCACAGACCCAAAGGAACATCAATAGGCAAAGCGACTACAGGAGGC

U T T
GGTCACTCAATTCAACATGTCTTGTAGCAGTCGTGATCGTGTCAAATGTCTTGGAGTGTCTGGGTTTCCTTGTAGTTATCCGTTTCGCTGATGTCCTCCG
RAC1 3' UTR

GTGTGTCCGCGTGGGCGAGGTAAAGAGGGTCAGTATTGGTCAAGTGACAGTGTCGGTAATCTGGCAAGACAGTGATGTTAAGAAGGTTCATAGTTTAAGA

T T UL
CACACAGGCGCACCCGCTCCATTTCTCCCAGTCATAACCAGTTCACTGTCACAGCCATTAGACCGTTCTGTCACTACAATTCTTCCAAGTATCAAATTCT
RAC13' UTR

ATTATCTAAAATATTTTAAAAACTATAAAGCTGCAACACATGATTTTTACACCTAGTTACTAGAAAACTAAGGAAAGCACTTATTAGCTCTGAATAAAGT

T U B T U | T T T
TAATAGATTTTATAAAATTTTTGATATTTCGACGTTGTGTACTAAAAATGTGGATCAATGATCTTTTGATTCCTTTCGTGAATAATCGAGACTTATTTCA
RAC1 3' UTR

Xu et al., Transcriptome and targetome analysis in miR155 expressing cells using RNA-seq, RNA, 1010, 16: 1610-1622
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AACATGGAAAGCACTTTTACTAATCGACAAAAAAACCTTCTAATGCATTATCAGAAAGATTTTATAATACAAGGAGGCATATTGCTCAGTCAGAAGGGGT

T 1 L L L T UL B T
TTGTACCTTTCGTGAAAATGATTAGCTGTTTTTTTGGAAGATTACGTAATAGTCTTTCTAAAATATTATGTTCCTCCGTATAACGAGTCAGTCTTCCCCA
RAC1 3' UTR

Aarl

TCTATAAGAAAAGCACTTACTAAGTTAGCGACTAACAGAACAACCAGTTTAAAGATGAATTAAATGCCCAATTTGGGGAGGCATGGCAGGTGTAAGAGAA

LN B B LI LI T
AGATATTCTTTTCGTGAATGATTCAATCGCTGATTGTCTTGTTGGTCAAATTTCTACTTAATTTACGGGTTAAACCCCTCCGTACCGTCCACATTCTCTT
RAC1 3' UTR

Aflll

|
AGGAAAAGCTTAAGAAAACATTTCCTGATAATACCAACCTTTCTTTCATCATCTACTGCATTTGACAGAAATTAACCTTTTAGAGTTTTTACCCGTGACA

i A e o S T e L L B B et B
TCCTTTTCGAATTCTTTTGTAAAGGACTATTATGGTTGGAAAGAAAGTAGTAGATGACGTAAACTGTCTTTAATTGGAAAATCTCAAAAATGGGCACTGT
RAC1 3' UTR
R N N N . . N N Nhhh———
R

Bcll

|
CTTTCATTCCTTGTACAATGTAGTGTAAATCTCCACTTCGTATTTTGTCAAAATACTGTCTTTGTCCTTTGATCACACACACCCCACCCGGCACACCCAC

LA T T T T
GAAAGTAAGGAACATGTTACATCACATTTAGAGGTGAAGCATAAAACAGTTTTATGACAGAAACAGGAAACTAGTGTGTGTGGGGTGGGCCGTGTGGGTG
RAC1 3' UTR

AGCTAAACAGAATTCTTCATTAGAGGAAATAGCAGTTCTGTTCAAAATCTCCGCAAAAGCTGGTCAGAAAACTCGCTATGAAATCACAAAGACTGATCCA
] ] ] ] ] ] ] ] ] ]

B B e L e ot o B e
TCGATTTGTCTTAAGAAGTAATCTCCTTTATCGTCAAGACAAGTTTTAGAGGCGTTTTCGACCAGTCTTTTGAGCGATACTTTAGTGTTTCTGACTAGGT
RAC1 3'UTR

Bipl Pmll

| |
AAGAGCTGAGCTGCTACGCTCACTCCATTACAGTACAATGTTATGTCGGGAACACGTGCTGCTAACTCACTGGTGAGT TCAATGGCAACGCTTCATTCGG

e I I I I I
TTCTCGACTCGACGATGCGAGTGAGGTAATGTCATGTTACAATACAGCCCTTGTGCACGACGATTGAGTGACCACTCAAGTTACCGTTGCGAAGTAAGCC
RAC1 3' UTR

Bsgl PshAl

| \
GAGGCTGTTCTGCTTTACGCATCTGAGAACTACATAGGAGAGCAAGTGTCTGCACCTCCTAACTGCAGAAGCTACCGTCTTCTCAAAGACGAAGGTCTTT

LRI B Tt Tt T
CTCCGACAAGACGAAATGCGTAGACTCTTGATGTATCCTCTCGTTCACAGACGTGGAGGATTGACGTCTTCGATGGCAGAAGAGTTTCTGCTTCCAGAAA
miR-146a/b 8mer

RAC1 3' UTR

PspXI
Bglll Xhol EcoNI

|
GCAAAGTTCAGTGCTCGGTGTTCTCGGCACAACAATGAGATCTCATCACTCGAGCAATTTGGACTTTCCGCCCTTCTTGGCCTTTATGAGGATCTCTCTG

LR B | T LB
CGTTTCAAGTCACGAGCCACAAGAGCCGTGTTGTTACTCTAGAGTAGTGAGCTCGTTAAACCTGAAAGGCGGGAAGAACCGGAAATACTCCTAGAGAGAC

RAC1 3' UTR Luciferase
i | <
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1
4 t 4 } t } t } t } t }

Xu et al., Transcriptome and targetome analysis in miR155 expressing cells using RNA-seq, RNA, 1010, 16: 1610-1622
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ATTTTTCTTGCGTCGAGTTTTCCGGTAAGACCTTTCGGTACTTCGTCCACAAACACAACTCCTCCGCGCAACTTTTTCGCGGTTGTTACTTGACTGGCGA

LI B R t R
TAAAAAGAACGCAGCTCAAAAGGCCATTCTGGAAAGCCATGAAGCAGGTGTTTGTGTTGAGGAGGCGCGTTGAAAAAGCGCCAACAATGAACTGACCGCT
pMIR-REP seq rev

Luciferase

SgrAl

CGTAATCCACGATCTCTTTTTCCGTCATCGTCTTTCCGTGCTCCAAAACAACAACGGCGGCGGGAAGTTCACCGGCGTCATCGTCGGGAAGACCTGCCAC

—t it it R
GCATTAGGTGCTAGAGAAAAAGGCAGTAGCAGAAAGGCACGAGGTTTTGTTGTTGCCGCCGCCCTTCAAGTGGCCGCAGTAGCAGCCCTTCTGGACGGTG

Luciferase

Clal EcoRV Pacl

GCCCGCGTCGAAGATGTTGGGGTGTTGTAACAATATCGATTCCAATTCAGCGGGGGCCACCTGATATCCTTTGTATTTAATTAAAGACTTCAAGCGGTCA

e T T T T
CGGGCGCAGCTTCTACAACCCCACAACATTGTTATAGCTAAGGTTAAGTCGCCCCCGGTGGACTATAGGAAACATAAATTAATTTCTGAAGTTCGCCAGT

Luciferase

ACTATGAAGAAGTGTTCGTCTTCGTCCCAGTAAGCTATGTCTCCAGAATGTAGCCATCCATCCTTGTCAATCAAGGCGTTGGTCGCTTCCGGATTGTTTA

1 1 1
TGATACTTCTTCACAAGCAGAAGCAGGGTCATTCGATACAGAGGTCTTACATCGGTAGGTAGGAACAGTTAGTTCCGCAACCAGCGAAGGCCTAACAAAT

Luciferase

Arsl Arsl'

CATAACCGGACATAATCATAGGTCCTCTGACACATAATTCGCCTCTCTGATTAACGCCCAGCGTTTTCCCGGTATCCAGATCCACAACCTTCGCTTCAAA
1 ] ] ] ] ] ] ] ] ]

T 1 1 1
GTATTGGCCTGTATTAGTATCCAGGAGACTGTGTATTAAGCGGAGAGACTAATTGCGGGTCGCAAAAGGGCCATAGGTCTAGGTGTTGGAAGCGAAGTTT

Luciferase

AAATGGAACAACTTTACCGACCGCGCCCGGTTTATCATCCCCCTCGGGTGTAATCAGAATAGCTGATGTAGTCTCAGTGAGCCCATATCCTTGTCGTATC

e I I I I
TTTACCTTGTTGAAATGGCTGGCGCGGGCCAAATAGTAGGGGGAGCCCACATTAGTCTTATCGACTACATCAGAGTCACTCGGGTATAGGAACAGCATAG

Luciferase

CCTGGAAGATGGAAGCGTTTTGCAACCGCTTCCCCGACTTCTTTCGAAAGAGGTGCGCCCCCAGAAGCAATTTCGTGTAAATTAGATAAATCGTATTTGT

T T
GGACCTTCTACCTTCGCAAAACGTTGGCGAAGGGGCTGAAGAAAGCTTTCTCCACGCGGGGGTCTTCGTTAAAGCACATTTAATCTATTTAGCATAAACA

Luciferase

CAATCAGAGTGCTTTTGGCGAAGAATGAAAATAGGGTTGGTACTAGCAACGCACTTTGAATTTTGTAATCCTGAAGGGATCGTAAAAACAGCTCTTCTTC

T
GTTAGTCTCACGAAAACCGCTTCTTACTTTTATCCCAACCATGATCGTTGCGTGAAACTT, CATTAGGACTTCCCTAGCATTTTTGTCGAGAAGAAG

Luciferase

Xeml

AAATCTATACATTAAGACGACTCGAAATCCACATATCAAATATCCGAGTGTAGTAAACATTCCAAAACCGTGATGGAATGGGACAACACTTAAAATCGCA

1 1
TTTAGATATGTAATTCTGCTGAGCTTTAGGTGTATAGTTTATAGGCTCACATCATTTGTAAGGTTTTGGCACTACCTTACCCTGTTGTGAATTTTAGCGT

Luciferase

Xu et al., Transcriptome and targetome analysis in miR155 expressing cells using RNA-seq, RNA, 1010, 16: 1610-1622
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GTATCCGGAACGATTTGATTGCCAAAAATAGGATCTCTGGCATGCGAGAATCTGACGCAGGCAGTTCTATGCGGAAGGGCCACACCCTTAGGTAACCCAG

U t T
CATAGGCCTTGCTAAACTAACGGTTTTTATCCTAGAGACCGTACGCTCTTAGACTGCGTCCGTCAAGATACGCCTTCCCGGTGTGGGAATCCATTGGGTC

Luciferase

TAGATCCAGAGGAATTCATTATCAGTGCAATTGTTTTGTCACGATCAAAGGACTCTGGTACAAAATCGTATTCATTAAAACCGGGAGGTAGATGAGATGT

LI LI T T = U LI
ATCTAGGTCTCCTTAAGTAATAGTCACGTTAACAAAACAGTGCTAGTTTCCTGAGACCATGTTTTAGCATAAGTAATTTTGGCCCTCCATCTACTCTACA

Luciferase

GACGAACGTGTACATCGACTGAAATCCCTGGTAATCCGTTTTAGAATCCATGATAATAATTTTCTGGATTATTGGTAATTTTTTTTGCACGTTCAAAATT

R T LI LA L IR L LR LR LA AL L IR L L | LR L AL LA L B L | L |
CTGCTTGCACATGTAGCTGACTTTAGGGACCATTAGGCAAAATCTTAGGTACTATTATTAAAAGACCTAATAACCATTAAAAAAAACGTGCAAGTTTTAA
Luciferase

TTTTGCAACCCCTTTTTGGAAACAAACACTACGGTAGGCTGCGAAATGTTCATACTGTTGAGCAATTCACGTTCATTATAAATGTCGTTCGCGGGCGCAA

AAAACGTTGGGGAAAAACCTTTGTTTGTGATGCCATCCGACGCTTTACAAGTATGACAACTCGTTAAGTGCAAGTAATATTTACAGCAAGCGCCCGCGTT

Luciferase

CTGCAACTCCGATAAATAACGCGCCCAACACCGGCATAAAGAATTGAAGAGAGTTTTCACTGCATACGACGATTCTGTGATTTGTATTCAGCCCATATCG

LI B L L BN I L BN B B L B LI B L I BB U L | LR LR | L L L L L BN |
GACGTTGAGGCTATTTATTGCGCGGGTTGTGGCCGTATTTCTTAACTTCTCTCAAAAGTGACGTATGCTGCTAAGACACTAAACATAAGTCGGGTATAGC
Luciferase
f f f f f f f f f - f f f f f f f f f

Psrl’ Psrl

TTTCATAGCTTCTGCCAACCGAACGGACATTTCGAAGTATTCCGCGTACGTGATGTTCACCTCGATATGTGCATCTGTAAAAGCAATTGTTCCAGGAACC

L I T
AAAGTATCGAAGACGGTTGGCTTGCCTGTAAAGCTTCATAAGGCGCATGCACTACAAGTGGAGCTATACACGTAGACATTTTCGTTAACAAGGTCCTTGG

Luciferase

AGGGCGTATCTCTTCATAGCCTTATGCAGTTGCTCTCCAGCGGTTCCATCCTCTAGAGGATAGAATGGCGCCGGGCCTTTCTTTATGTTTTTGGCGTCTT

T T T
TCCCGCATAGAGAAGTATCGGAATACGTCAACGAGAGGTCGCCAAGGTAGGAGATCTCCTATCTTACCGCGGCCCGGAAAGAAATACAAAAACCGCAGAA

Luc 3' ...primer

Luciferase
1 ] 1 ] 1 ] 1 ] 1 ] 1 ] 1 ] 1 ] 1 ] 1 ]
T T T T T T T T T LN T T T T T T T T T

Alol' BamHI Alo

CCATGGTGGATCCACGGTTCACTAAACCAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACG

R e I R R B R R N N N S RRRSE
GGTACCACCTAGGTGCCAAGTGATTTGGTCGAGACGAATATATCTGGAGGGTGGCATCGTGCGGATGGCGGGTAAACGCAGTTACCCCGCCTCAACAATGC
Luc 3' ...primer CMV enhancer promoter

Luciferase

CspCl'

ACATTTTGGAAAGTCCCGTTGATTTTGGTGCCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCA

L T
TGTAAAACCTTTCAGGGCAACTAAAACCACGGTTTTGTTTGAGGGTAACTGCAGTTACCCCACCTCTGAACCTTTAGGGGCACTCAGTTTGGCGATAGGT

CMV enhancer promoter

Xu et al., Transcriptome and targetome analysis in miR155 expressing cells using RNA-seq, RNA, 1010, 16: 1610-1622
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SnaBI Acc65I
CspCl BtgZI Kpnl

CGCCCATTGATGTACTGCCAAAACCGCATCACCATGGTAATAGCGATGACTAATACgtaggttcactGATCTGGTACCTTGAATTCATGCTTCTCCTCCC

LA T T T T T
GCGGGTAACTACATGACGGTTTTGGCGTAGTGGTACCATTATCGCTACTGATTATGcatccaagtgaCTAGACCATGGAACTTAAGTACGAAGAGGAGGG

CMV enhancer promoter

TTTAGTGAGGGTAATTCTCTCTCTCTCCCTATAGTGAGTCGTATTAATTCCTTCTCTTCTATAGTGTCACCTAAATCGTTGCAATTCGTAATCATGTCAT
1 ] ] ] ] ] ] ] ] ] ]

e I I I I I
AAATCACTCCCATTAAGAGAGAGAGAGGGATATCACTCAGCATAATTAAGGAAGAGAAGATATCACAGTGGATTTAGCAACGTTAAGCATTAGTACAGTA

AGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGAAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTA

e T T T T T
TCGACAAAGGACACACTTTAACAATAGGCGAGTGTTAAGGTGTGTTGTATGCTCGGCCTTCGTATTTCACATTTCGGACCCCACGGATTACTCACTCGAT

ACTCACATTAATTGCGTTGCGCTCACTGCCCGCTTTCCAGTCGGGAAACCTGTCGTGCCAGCTGCATTAATGAATCGGCCAACGCGCGGGGAGAGGCGGT
1 ] ] ] ] ]

T T
TGAGTGTAATTAACGCAACGCGAGTGACGGGCGAAAGGTCAGCCCTTTGGACAGCACGGTCGACGTAATTACTTAGCCGGTTGCGCGCCCCTCTCCGCCA

TTGCGTATTGGGCGCTCTTCCGCTTCCTCGCTCACTGACTCGCTGCGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATAC

R I I I
AACGCATAACCCGCGAGAAGGCGAAGGAGCGAGTGACTGAGCGACGCGAGCCAGCAAGCCGACGCCGCTCGCCATAGTCGAGTGAGTTTCCGCCATTATG
ColE1 origin

e
Pcil

GGTTATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTT

T+ T LI =
CCAATAGGTGTCTTAGTCCCCTATTGCGTCCTTTCTTGTACACTCGTTTTCCGGTCGTTTTCCGGTCCTTGGCATTTTTCCGGCGCAACGACCGCAAAAA
ColE1 origin

CCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCT

+——+—+ T T T
GGTATCCGAGGCGGGGGGACTGCTCGTAGTGTTTTTAGCTGCGAGTTCAGTCTCCACCGCTTTGGGCTGTCCTGATATTTCTATGGTCCGCAAAGGGGGA
ColE1 origin

GGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCAC

= T
CCTTCGAGGGAGCACGCGAGAGGACAAGGCTGGGACGGCGAATGGCCTATGGACAGGCGGAAAGAGGGAAGCCCTTCGCACCGCGAAAGAGTATCGAGTG
ColE1 origin

GCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTA

UL T T
CGACATCCATAGAGTCAAGCCACATCCAGCAAGCGAGGTTCGACCCGACACACGTGCTTGGGGGGCAAGTCGGGCTGGCGACGCGGAATAGGCCATTGAT
ColE1 origin

AIWNI

TCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAG

T T T
AGCAGAACTCAGGTTGGGCCATTCTGTGCTGAATAGCGGTGACCGTCGTCGGTGACCATTGTCCTAATCGTCTCGCTCCATACATCCGCCACGATGTCTC

ColE1 origin

Xu et al., Transcriptome and targetome analysis in miR155 expressing cells using RNA-seq, RNA, 1010, 16: 1610-1622
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pMIR-REP-dCMV-RAC1 3" UTR (336-1521) wt + downstream gDNA
5 TTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCT
F e L I o B o R s o B L et e S S SR {0 0]
3 AAGAACTTCACCACCGGATTGATGCCGATGTGATCTTCTTGTCATAAACCATAGACGCGAGACGACTTCGGTCAATGGAAGCCTTTTTCTCAACCATCGA
o ColE1 origin
0 T R T B L A A S
o
5 CTTGATCCGGCAAAAAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGCATCTCAAGAAGATCCTTTGAT
0 e 4800
3 GAACTAGGCCGTTTTTTTGGTGGCGACCATCGCCACCAAAAAAACAAACGTTCGTCGTCTAATGCGCGTCTTTTTTTCCTAGAGTTCTTCTAGGAAACTA
° ColE1 origin
0 T R T B L A A S
o
5' CTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGAGATTATCAAAAAGGATCTTCACCTAGATCCTTTTAAAT
R R AR R R R AR AR R AR R R R B O B B B B B R N N R N t=[e[o)
3 GAAAAGATGCCCCAGACTGCGAGTCACCTTGCTTTTGAGTGCAATTCCCTAAAACCAGTACTCTAATAGTTTTTCCTAGAAGTGGATCTAGGAAAATTTA
° ColE1 origin S
0 Ao B Bt L AR B L L o B oL B B B B B B A
[
5' TAAAAATGAAGTTTTAAATCAATCTAAAGTATATATGAGTAAACTTGGTCTGACAGTTACCAATGCTTAATCAGTGAGGCACCTATCTCAGCGATCTGTC
F e s B S e Bt e S e S e e e MG U0V}
3 ATTTTTACTTCAAAATTTAGTTAGATTTCATATATACTCATTTGAACCAGACTGTCAATGGTTACGAATTAGTCACTCCGTGGATAGAGTCGCTAGACAG
° AMPr
[
° f f f f f f f f f e e f f f f f f f f
o
o Ahdl
5 TATTTCGTTCATCCATAGTTGCCTGACTCCCCGTCGTGTAGATAACTACGATACGGGAGGGCTTACCATCTGGCCCCAGTGCTGCAATGATACCGCGAGA
ST L B B L i ol B O A Aaaan s e eei (010
3 ATAAAGCAAGTAGGTATCAACGGACTGAGGGGCAGCACATCTATTGATGCTATGCCCTCCCGAATGGTAGACCGGGGTCACGACGTTACTATGGCGCTCT
° AMPr
0 R R RN RN R R SRR RREE
o
5 CCCACGCTCACCGGCTCCAGATTTATCAGCAATAAACCAGCCAGCCGGAAGGGCCGAGCGCAGAAGTGGTCCTGCAACTTTATCCGCCTCCATCCAGTCT
0 e e e e e e et 5200
3 GGGTGCGAGTGGCCGAGGTCTAAATAGTCGTTATTTGGTCGGTCGGCCTTCCCGGCTCGCGTCTTCACCAGGACGTTGAAATAGGCGGAGGTAGGTCAGA
° AMPr
0 B B o L A TR
o
5 ATTAATTGTTGCCGGGAAGCTAGAGTAAGTAGTTCGCCAGTTAATAGTTTGCGCAACGTTGTTGCCATTGCTACAGGCATCGTGGTGTCACGCTCGTCGT
9 rrrdbrrr bbb er b b e b bee e bt e b e b beer s fresber e f e ber e ers b 5300
3 TAATTAACAACGGCCCTTCGATCTCATTCATCAAGCGGTCAATTATCAAACGCGTTGCAACAACGGTAACGATGTCCGTAGCACCACAGTGCGAGCAGCA
° AMPr
0 T R L B B B I B R e B RS RS R
[
5 TTGGTATGGCTTCATTCAGCTCCGGTTCCCAACGATCAAGGCGAGTTACATGATCCCCCATGTTGTGCAAAAAAGCGGTTAGCTCCTTCGGTCCTCCGAT
9 e e B20()
3 AACCATACCGAAGTAAGTCGAGGCCAAGGGTTGCTAGTTCCGCTCAATGTACTAGGGGGTACAACACGTTTTTTCGCCAATCGAGGAAGCCAGGAGGCTA
° AMPr
° B B L L AL o oL oLt o ot oL o o o O
()
5' CGTTGTCAGAAGTAAGTTGGCCGCAGTGTTATCACTCATGGTTATGGCAGCACTGCATAATTCTCTTACTGTCATGCCATCCGTAAGATGCTTTTCTGTG
o e 5500
3 GCAACAGTCTTCATTCAACCGGCGTCACAATAGTGAGTACCAATACCGTCGTGACGTATTAAGAGAATGACAGTACGGTAGGCATTCTACGAAAAGACAC
° AMPr
° f f f f f f f f f - f f f f f f f f f
o
o Scal
5 ACTGGTGAGTACTCAACCAAGTCATTCTGAGAATAGTGTATGCGGCGACCGAGTTGCTCTTGCCCGGCGTCAATACGGGATAATACCGCGCCACATAGCA
F L I o B e o o R s o B L et e S S SR TaL 0]
3 TGACCACTCATGAGTTGGTTCAGTAAGACTCTTATCACATACGCCGCTGGCTCAACGAGAACGGGCCGCAGTTATGCCCTATTATGGCGCGGTGTATCGT
° AMPr
° f I f I : I f f f 1 f f I f I f I f I
o
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GAACTTTAAAAGTGCTCATCATTGGAAAACGTTCTTCGGGGCGAAAACTCTCAAGGATCTTACCGCTGTTGAGATCCAGTTCGATGTAACCCACTCGTGC

T T T T
CTTGAAATTTTCACGAGTAGTAACCTTTTGCAAGAAGCCCCGCTTTTGAGAGTTCCTAGAATGGCGACAACTCTAGGTCAAGCTACATTGGGTGAGCACG
AMPr

ACCCAACTGATCTTCAGCATCTTTTACTTTCACCAGCGTTTCTGGGTGAGCAAAAACAGGAAGGCAAAATGCCGCAAAAAAGGGAATAAGGGCGACACGG

e T R L T
TGGGTTGACTAGAAGTCGTAGAAAATGAAAGTGGTCGCAAAGACCCACTCGTTTTTGTCCTTCCGTTTTACGGCGTTTTTTCCCTTATTCCCGCTGTGCC
AMPr

AAATGTTGAATACTCATACTCTTCCTTTTTCAATATTATTGAAGCATTTATCAGGGTTATTGTCTCATGAGCGGATACATATTTGAATGTATTTAGAAAA

1
TTTACAACTTATGAGTATGAGAAGGAAAAAGTTATAATAACTTCGTAAATAGTCCCAATAACAGAGTACTCGCCTATGTATAAACTTACATAAATCTTTT
AMPr

ATAAACAAATAGGGGTTCCGCGCACATTTCCCCGAAAAGTGCCACCTGACGTCTAAGAAACCATTATTATCATGACATTAACCTATAAAAATAGGCGTAT

e I I I I I I I
TATTTGTTTATCCCCAAGGCGCGTGTAAAGGGGCTTTTCACGGTGGACTGCAGATTCTTTGGTAATAATAGTACTGTAATTGGATATTTTTATCCGCATA
1 ] ] ]

Hpal

CACGAGATTGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAAC

U T
GTGCTCTAACGTCACTTTTTTTACGAAATAAACACTTTAAACACTACGATAACGAAATAAACATTGGTAATATTCGACGTTATTTGTTCAATTGTTGTTG
SV40 Poly A

Bsml BsaBl

AATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGCTGATTATGATCCTC

TTAACGTAAGTAAAATACAAAGTCCAAGTCCCCCTCCACACCCTCCAAAAAATTTCGTTCATTTTGGAGATGTTTACACCATACCGACTAATACTAGGAG
]

TAGAGTCGGTGGGCCTCGGGGGCGGGTGCGGGGTCGGCGGGGCCGCCCCGGGTGGCTTCGGTCGGAGCCATGGGGTCGTGCGCTCCTTTCGGTCGGGCGL
1 ] ] ] ] ]

U T
ATCTCAGCCACCCGGAGCCCCCGCCCACGCCCCAGCCGCCCCGGCGGGGCCCACCGAAGCCAGCCTCGGTACCCCAGCACGCGAGGAAAGCCAGCCCGCG

Dralll

TGCGGGTCGTGGGGCGGGCGTCAGGCACCGGGCTTGCGGGTCATGCACCAGGTGCGCGGTCCTTCGGGCACCTCGACGTCGGCGGTGACGGTGAAGCCGA

ACGCCCAGCACCCCGCCCGCAGTCCGTGGCCCGAACGCCCAGTACGTGGTCCACGCGCCAGGAAGCCCGTGGAGCTGCAGCCGCCACTGCCACTTCGGCT

Puromycin resistance

GCCGCTCGTAGAAGGGGAGGTTGCGGGGCGCGGAGGTCTCCAGGAAGGCGGGCACCCCGGCGCGCTCGGCCGCCTCCACTCCGGGGAGCACGACGGCGCT

WAL L L LA IR BN L IR IR LA IR B I IEL L IR I L AL I L |
CGGCGAGCATCTTCCCCTCCAACGCCCCGCGCCTCCAGAGGTCCTTCCGCCCGTGGGGCCGCGCGAGCCGGCGGAGGTGAGGCCCCTCGTGCTGCCGCGA

Puromycin resistance

Mscl

GCCCAGACCCTTGCCCTGGTGGTCGGGCGAGACGCCGACGGTGGCCAGGAACCACGCGGGCTCCTTGGGCCGGTGCGGCGCCAGGAGGCCTTCCATCTGT

1 1
CGGGTCTGGGAACGGGACCACCAGCCCGCTCTGCGGCTGCCACCGGTCCTTGGTGCGCCCGAGGAACCCGGCCACGCCGCGGTCCTCCGGAAGGTAGACA

Puromycin resistance
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5 TGCTGCGCGGCCAGCCGGGAACCGCTCAACTCGGCCATGCGCGGGCCGATCTCGGCGAACACCGCCCCCGCTTCGACGCTCTCCGGCGTGGTCCAGACCG

D L s ma e o e mama e e e e A cT(ele

3 ACGACGCGCCGGTCGGCCCTTGGCGAGTTGAGCCGGTACGCGCCCGGCTAGAGCCGCTTGTGGCGGCCGGCGAAGCTGCGAGAGGCCGCACCAGGTCTGGC

Puromycin resistance

o

T R L B A S
° Sacll
5 CCACCGCGGCGCCGTCGTCCGCGACCCACACCTTGCCGATGTCGAGCCCGACGCGCGTGAGGAAGAGTTCTTGCAGCTCGGTGACCCGCTCGATGTGGCG
L o o o L O T o o o T B o o o B L o o e o B iz 0]0)
3 GGTGGCGCCGCGGCAGCAGGCGCTGGGTGTGGAACGGCTACAGCTCGGGCTGCGCGCACTCCTTCTCAAGAACGTCGAGCCACTGGGCGAGCTACACCGC
° Puromycin resistance
M ... ,--HE U s A s, -

Sall
[ Rsrll Accl
5 GTCCGGGTCGACGGTGTGGCGCGTGGCGCCGGCTAGTCGGCGAACGCGGCGGCCAGGGTGCGTACGGCCCGGGGCACGTCGTCGCGGGTGGCGAGGCGCACC
° e 6900
3 CAGGCCCAGCTGCCACACCGCGCACCGCCCCATCAGCCGCTTGCGCCGCCGCTCCCACGCATGCCGGGCCCCCTGCAGCAGCGCCCACCGCTCCGCGTGE
° Puromycin resistance
0 | L s D .- S, L ;S
° Agel Sbfl
5 GTGGGCTTGTACTCGGTCATGGAAGGTCGTCTCCTTGTGAGGGGTCAGGGGCGTGGGTCAGGGGATGGTGGCGGCACCGGTCGTGGCGGCCGACCTGCAG
F L I o B e o o R e o B B et e S S S (¢{ 0]
3 CACCCGAACATGAGCCAGTACCTTCCAGCAGAGGAACACTCCCCAGTCCCCGCACCCAGTCCCCTACCACCGCCGTGGCCAGCACCGCCGGCTGGACGTC
° Puromycin resistance
|

e S L e e L B o
° Avrll Sfil
5 GCATGCAAGCTAGCTTTTTGCAAAAGCCTAGGCCTCCAAAAAAGCCTCCTCACTACTTCTGGAATAGCTCAGAGGCCGAGGCGGCCTCGGCCTCTGCATA
R R R R B B B B B R IR O B R R R B Kele)
3 CGTACGTTCGATCGAAAAACGTTTTCGGATCCGGAGGTTTTTTCGGAGGAGTGATGAAGACCTTATCGAGTCTCCGGCTCCGCCGGAGCCGGAGACGTAT
° SV40 Promoter
0 e L L T L o L
o
5 AATAAAAAAAATTAGTCAGCCATGGGGCGGAGAATGGGCGGAACTGGGCGGAGTTAGGGGCGGGATGGGCGGAGTTAGGGGCGGGACTATGGTTGCTGAC
F e B e S e o R o N 24010
3 TTATTTTTTTTAATCAGTCGGTACCCCGCCTCTTACCCGCCTTGACCCGCCTCAATCCCCGCCCTACCCGCCTCAATCCCCGCCCTGATACCAACGACTG
° SV40 Promoter
0 R e
o
5 TAATTGAGATGCATGCTTTGCATACTTCTGCCTGCTGGGGAGCCTGGGGACTTTCCACACCTGGTTGCTGACTAATTGAGATGCATGCTTTGCATACTTC
0 e et 7300
3 ATTAACTCTACGTACGAAACGTATGAAGACGGACGACCCCTCGGACCCCTGAAAGGTGTGGACCAACGACTGATTAACTCTACGTACGAAACGTATGAAG
° SV40 Promoter
0 B L L o e L o e e e B o
o
5 TGCCTGCTGGGGAGCCTGGGGACTTTCCACACCAATCTTTCGTC
B B S e 7344
3 ACGGACGACCCCTCGGACCCCTGAAAGGTGTGGTTAGAAAGCAG
° SV40 Promoter
0 o e L o e
o
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