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pMIR-REP-dCMV-RAC1 3' UTR (336-1521) wt + downstream gDNA
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pMIR-REP-dCMV-RAC1 3' UTR (336-1521) wt + downstream gDNA

AbsI,AfeI,AleI,ApaI,AsiSI,BaeI,BaeI',BarI,BarI',BbvCI,BmgBI,Bpu10I,BstXI,BstZ17I,FalI,FalI',FseI,FspAI,MauBI,MreI,NaeI,
NgoMIV,NruI,PasI,PflMI,PmeI,PspOMI,SgrDI,SpeI,SrfI,SwaI

Absent Sites 0

1178 (7344) AarI 1

3674 (7344) Acc65I 1

6809 (7344) AccI 1

1210 (7344) AflII 1

6977 (7344) AgeI 1

5031 (7344) AhdI 1

3433 (7344) AloI 1

3401 (7344) AloI' 1

4554 (7344) AlwNI 1

2221 (7344) ArsI 1

2253 (7344) ArsI' 1

470 (7344) AscI 1

7028 (7344) AvrII 1

3409 (7344) BamHI 1

1371 (7344) BclI 1

1739 (7344) BglII 1

1507 (7344) BlpI 1

6193 (7344) BsaBI 1

1636 (7344) BsgI 1

6106 (7344) BsmI 1

2788 (7344) Bsu36I 1

3659 (7344) BtgZI 1

2037 (7344) ClaI 1

3623 (7344) CspCI 1

3588 (7344) CspCI' 1

6352 (7344) DraIII 1

479 (7344) EcoICRI 1

1786 (7344) EcoNI 1

2066 (7344) EcoRV 1

6092 (7344) HpaI 1

3678 (7344) KpnI 1

483 (7344) MluI 1

6545 (7344) MscI 1

185 (7344) NdeI 1

407 (7344) NotI 1

2082 (7344) PacI 1

4138 (7344) PciI 1

1556 (7344) PmlI 1

1693 (7344) PshAI 1

1750 (7344) PspXI 1

3271 (7344) PsrI 1

3239 (7344) PsrI' 1

6801 (7344) RsrII 1

481 (7344) SacI 1

6708 (7344) SacII 1

6808 (7344) SalI 1

682 (7344) SanDI 1

7000 (7344) SbfI 1

5511 (7344) ScaI 1

7082 (7344) SfiI 1

1972 (7344) SgrAI 1

3657 (7344) SnaBI 1

2670 (7344) XcmI 1

1750 (7344) XhoI 1
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pMIR-REP-dCMV-RAC1 3' UTR (336-1521) wt + downstream gDNA

TCGCGCGTTTCGGTGATGACGGTGAAAACCTCTGACACATGCAGCTCCCGGAGACGGTCACAGCTTGTCTGTAAGCGGATGCCGGGAGCAGACAAGCCCG5'

AGCGCGCAAAGCCACTACTGCCACTTTTGGAGACTGTGTACGTCGAGGGCCTCTGCCAGTGTCGAACAGACATTCGCCTACGGCCCTCGTCTGTTCGGGC3'

 100

NdeI

TCAGGGCGCGTCAGCGGGTGTTGGCGGGTGTCGGGGCTGGCTTAACTATGCGGCATCAGAGCAGATTGTACTGAGAGTGCACCATATGCGGTGTGAAATA5'

AGTCCCGCGCAGTCGCCCACAACCGCCCACAGCCCCGACCGAATTGATACGCCGTAGTCTCGTCTAACATGACTCTCACGTGGTATACGCCACACTTTAT3'

 200

CCGCACAGATGCGTAAGGAGAAAATACCGCATCAGGCGCCATTCGCCATTCAGGCTGCGCAACTGTTGGGAAGGGCGATCGGTGCGGGCCTCTTCGCTAT5'

GGCGTGTCTACGCATTCCTCTTTTATGGCGTAGTCCGCGGTAAGCGGTAAGTCCGACGCGTTGACAACCCTTCCCGCTAGCCACGCCCGGAGAAGCGATA3'

 300

TACGCCAGCTGGCGAAAGGGGGATGTGCTGCAAGGCGATTAAGTTGGGTAACGCCAGGGTTTTCCCAGTCACGACGTTGTAAAACGACGGCCAGTGCCAA5'

ATGCGGTCGACCGCTTTCCCCCTACACGACGTTCCGCTAATTCAACCCATTGCGGTCCCAAAAGGGTCAGTGCTGCAACATTTTGCTGCCGGTCACGGTT3'

pMIR-REP seq fwd

 400

MluI
SacI

EcoICRI

AscINotI

GCTAGCGGCCGCATACAAAAAACCAACACACAGATCCAATGAAAATAAAAGATCCTTTATTAAGCTTGGCGCGCCGAGCTCACGCGTaggcaaacaaaca5'

CGATCGCCGGCGTATGTTTTTTGGTTGTGTGTCTAGGTTACTTTTATTTTCTAGGAAATAATTCGAACCGCGCGGCTCGAGTGCGCAtccgtttgtttgt3'

SV40 Poly A Signal RAC1 do...am gDNA

 500

cacaccaggaacttgttcatcaagtctcaaaaacaccagtattaccagtcgTATGATTCAAGGATTTATTAAGTCATACATGCAAAACATAATGCTAATT5'

gtgtggtccttgaacaagtagttcagagtttttgtggtcataatggtcagcATACTAAGTTCCTAAATAATTCAGTATGTACGTTTTGTATTACGATTAA3'

miR-155 7mer-m8RAC1 downstream gDNA

RAC1 3' UTR

 600

SanDI

GCATTAGCAAAAGATCAATGTAAAAACACTCCACAATTCTGCAACTGTCAATTTAAAAAATTCTGTTGTAGTGGCTGAAGGGTCCCACGCTGTATTCTCG5'

CGTAATCGTTTTCTAGTTACATTTTTGTGAGGTGTTAAGACGTTGACAGTTAAATTTTTTAAGACAACATCACCGACTTCCCAGGGTGCGACATAAGAGC3'

miR-15...mer-m8

RAC1 3' UTR

 700

CCAGTGAGTTAAGTTGTACAGAACATCGTCAGCACTAGCACAGTTTACAGAACCTCACAGACCCAAAGGAACATCAATAGGCAAAGCGACTACAGGAGGC5'

GGTCACTCAATTCAACATGTCTTGTAGCAGTCGTGATCGTGTCAAATGTCTTGGAGTGTCTGGGTTTCCTTGTAGTTATCCGTTTCGCTGATGTCCTCCG3'

RAC1 3' UTR

 800

GTGTGTCCGCGTGGGCGAGGTAAAGAGGGTCAGTATTGGTCAAGTGACAGTGTCGGTAATCTGGCAAGACAGTGATGTTAAGAAGGTTCATAGTTTAAGA5'

CACACAGGCGCACCCGCTCCATTTCTCCCAGTCATAACCAGTTCACTGTCACAGCCATTAGACCGTTCTGTCACTACAATTCTTCCAAGTATCAAATTCT3'

RAC1 3' UTR

 900

ATTATCTAAAATATTTTAAAAACTATAAAGCTGCAACACATGATTTTTACACCTAGTTACTAGAAAACTAAGGAAAGCACTTATTAGCTCTGAATAAAGT5'

TAATAGATTTTATAAAATTTTTGATATTTCGACGTTGTGTACTAAAAATGTGGATCAATGATCTTTTGATTCCTTTCGTGAATAATCGAGACTTATTTCA3'

RAC1 3' UTR

 1000
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pMIR-REP-dCMV-RAC1 3' UTR (336-1521) wt + downstream gDNA

AACATGGAAAGCACTTTTACTAATCGACAAAAAAACCTTCTAATGCATTATCAGAAAGATTTTATAATACAAGGAGGCATATTGCTCAGTCAGAAGGGGT5'

TTGTACCTTTCGTGAAAATGATTAGCTGTTTTTTTGGAAGATTACGTAATAGTCTTTCTAAAATATTATGTTCCTCCGTATAACGAGTCAGTCTTCCCCA3'

RAC1 3' UTR

 1100

AarI

TCTATAAGAAAAGCACTTACTAAGTTAGCGACTAACAGAACAACCAGTTTAAAGATGAATTAAATGCCCAATTTGGGGAGGCATGGCAGGTGTAAGAGAA5'

AGATATTCTTTTCGTGAATGATTCAATCGCTGATTGTCTTGTTGGTCAAATTTCTACTTAATTTACGGGTTAAACCCCTCCGTACCGTCCACATTCTCTT3'

RAC1 3' UTR

 1200

AflII

AGGAAAAGCTTAAGAAAACATTTCCTGATAATACCAACCTTTCTTTCATCATCTACTGCATTTGACAGAAATTAACCTTTTAGAGTTTTTACCCGTGACA5'

TCCTTTTCGAATTCTTTTGTAAAGGACTATTATGGTTGGAAAGAAAGTAGTAGATGACGTAAACTGTCTTTAATTGGAAAATCTCAAAAATGGGCACTGT3'

RAC1 3' UTR

 1300

BclI

CTTTCATTCCTTGTACAATGTAGTGTAAATCTCCACTTCGTATTTTGTCAAAATACTGTCTTTGTCCTTTGATCACACACACCCCACCCGGCACACCCAC5'

GAAAGTAAGGAACATGTTACATCACATTTAGAGGTGAAGCATAAAACAGTTTTATGACAGAAACAGGAAACTAGTGTGTGTGGGGTGGGCCGTGTGGGTG3'

RAC1 3' UTR

 1400

AGCTAAACAGAATTCTTCATTAGAGGAAATAGCAGTTCTGTTCAAAATCTCCGCAAAAGCTGGTCAGAAAACTCGCTATGAAATCACAAAGACTGATCCA5'

TCGATTTGTCTTAAGAAGTAATCTCCTTTATCGTCAAGACAAGTTTTAGAGGCGTTTTCGACCAGTCTTTTGAGCGATACTTTAGTGTTTCTGACTAGGT3'

RAC1 3' UTR

 1500

PmlIBlpI

AAGAGCTGAGCTGCTACGCTCACTCCATTACAGTACAATGTTATGTCGGGAACACGTGCTGCTAACTCACTGGTGAGTTCAATGGCAACGCTTCATTCGG5'

TTCTCGACTCGACGATGCGAGTGAGGTAATGTCATGTTACAATACAGCCCTTGTGCACGACGATTGAGTGACCACTCAAGTTACCGTTGCGAAGTAAGCC3'

RAC1 3' UTR

 1600

PshAIBsgI

GAGGCTGTTCTGCTTTACGCATCTGAGAACTACATAGGAGAGCAAGTGTCTGCACCTCCTAACTGCAGAAGCTACCGTCTTCTCAAAGACGAAGGTCTTT5'

CTCCGACAAGACGAAATGCGTAGACTCTTGATGTATCCTCTCGTTCACAGACGTGGAGGATTGACGTCTTCGATGGCAGAAGAGTTTCTGCTTCCAGAAA3'

miR-146a/b 8mer

RAC1 3' UTR

 1700

EcoNIXhoI
PspXI

BglII

GCAAAGTTCAGTGCTCGGTGTTCTCGGCACAACAATGAGATCTCATCACTCGAGCAATTTGGACTTTCCGCCCTTCTTGGCCTTTATGAGGATCTCTCTG5'

CGTTTCAAGTCACGAGCCACAAGAGCCGTGTTGTTACTCTAGAGTAGTGAGCTCGTTAAACCTGAAAGGCGGGAAGAACCGGAAATACTCCTAGAGAGAC3'

LuciferaseRAC1 3' UTR

 1800
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pMIR-REP-dCMV-RAC1 3' UTR (336-1521) wt + downstream gDNA

ATTTTTCTTGCGTCGAGTTTTCCGGTAAGACCTTTCGGTACTTCGTCCACAAACACAACTCCTCCGCGCAACTTTTTCGCGGTTGTTACTTGACTGGCGA5'

TAAAAAGAACGCAGCTCAAAAGGCCATTCTGGAAAGCCATGAAGCAGGTGTTTGTGTTGAGGAGGCGCGTTGAAAAAGCGCCAACAATGAACTGACCGCT3'

pMIR-REP seq rev

Luciferase

 1900

SgrAI

CGTAATCCACGATCTCTTTTTCCGTCATCGTCTTTCCGTGCTCCAAAACAACAACGGCGGCGGGAAGTTCACCGGCGTCATCGTCGGGAAGACCTGCCAC5'

GCATTAGGTGCTAGAGAAAAAGGCAGTAGCAGAAAGGCACGAGGTTTTGTTGTTGCCGCCGCCCTTCAAGTGGCCGCAGTAGCAGCCCTTCTGGACGGTG3'

Luciferase

 2000

PacIEcoRVClaI

GCCCGCGTCGAAGATGTTGGGGTGTTGTAACAATATCGATTCCAATTCAGCGGGGGCCACCTGATATCCTTTGTATTTAATTAAAGACTTCAAGCGGTCA5'

CGGGCGCAGCTTCTACAACCCCACAACATTGTTATAGCTAAGGTTAAGTCGCCCCCGGTGGACTATAGGAAACATAAATTAATTTCTGAAGTTCGCCAGT3'

Luciferase

 2100

ACTATGAAGAAGTGTTCGTCTTCGTCCCAGTAAGCTATGTCTCCAGAATGTAGCCATCCATCCTTGTCAATCAAGGCGTTGGTCGCTTCCGGATTGTTTA5'

TGATACTTCTTCACAAGCAGAAGCAGGGTCATTCGATACAGAGGTCTTACATCGGTAGGTAGGAACAGTTAGTTCCGCAACCAGCGAAGGCCTAACAAAT3'

Luciferase

 2200

ArsI'ArsI

CATAACCGGACATAATCATAGGTCCTCTGACACATAATTCGCCTCTCTGATTAACGCCCAGCGTTTTCCCGGTATCCAGATCCACAACCTTCGCTTCAAA5'

GTATTGGCCTGTATTAGTATCCAGGAGACTGTGTATTAAGCGGAGAGACTAATTGCGGGTCGCAAAAGGGCCATAGGTCTAGGTGTTGGAAGCGAAGTTT3'

Luciferase

 2300

AAATGGAACAACTTTACCGACCGCGCCCGGTTTATCATCCCCCTCGGGTGTAATCAGAATAGCTGATGTAGTCTCAGTGAGCCCATATCCTTGTCGTATC5'

TTTACCTTGTTGAAATGGCTGGCGCGGGCCAAATAGTAGGGGGAGCCCACATTAGTCTTATCGACTACATCAGAGTCACTCGGGTATAGGAACAGCATAG3'

Luciferase

 2400

CCTGGAAGATGGAAGCGTTTTGCAACCGCTTCCCCGACTTCTTTCGAAAGAGGTGCGCCCCCAGAAGCAATTTCGTGTAAATTAGATAAATCGTATTTGT5'

GGACCTTCTACCTTCGCAAAACGTTGGCGAAGGGGCTGAAGAAAGCTTTCTCCACGCGGGGGTCTTCGTTAAAGCACATTTAATCTATTTAGCATAAACA3'

Luciferase

 2500

CAATCAGAGTGCTTTTGGCGAAGAATGAAAATAGGGTTGGTACTAGCAACGCACTTTGAATTTTGTAATCCTGAAGGGATCGTAAAAACAGCTCTTCTTC5'

GTTAGTCTCACGAAAACCGCTTCTTACTTTTATCCCAACCATGATCGTTGCGTGAAACTTAAAACATTAGGACTTCCCTAGCATTTTTGTCGAGAAGAAG3'

Luciferase

 2600

XcmI

AAATCTATACATTAAGACGACTCGAAATCCACATATCAAATATCCGAGTGTAGTAAACATTCCAAAACCGTGATGGAATGGGACAACACTTAAAATCGCA5'

TTTAGATATGTAATTCTGCTGAGCTTTAGGTGTATAGTTTATAGGCTCACATCATTTGTAAGGTTTTGGCACTACCTTACCCTGTTGTGAATTTTAGCGT3'

Luciferase

 2700
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pMIR-REP-dCMV-RAC1 3' UTR (336-1521) wt + downstream gDNA

Bsu36I

GTATCCGGAACGATTTGATTGCCAAAAATAGGATCTCTGGCATGCGAGAATCTGACGCAGGCAGTTCTATGCGGAAGGGCCACACCCTTAGGTAACCCAG5'

CATAGGCCTTGCTAAACTAACGGTTTTTATCCTAGAGACCGTACGCTCTTAGACTGCGTCCGTCAAGATACGCCTTCCCGGTGTGGGAATCCATTGGGTC3'

Luciferase

 2800

TAGATCCAGAGGAATTCATTATCAGTGCAATTGTTTTGTCACGATCAAAGGACTCTGGTACAAAATCGTATTCATTAAAACCGGGAGGTAGATGAGATGT5'

ATCTAGGTCTCCTTAAGTAATAGTCACGTTAACAAAACAGTGCTAGTTTCCTGAGACCATGTTTTAGCATAAGTAATTTTGGCCCTCCATCTACTCTACA3'

Luciferase

 2900

GACGAACGTGTACATCGACTGAAATCCCTGGTAATCCGTTTTAGAATCCATGATAATAATTTTCTGGATTATTGGTAATTTTTTTTGCACGTTCAAAATT5'

CTGCTTGCACATGTAGCTGACTTTAGGGACCATTAGGCAAAATCTTAGGTACTATTATTAAAAGACCTAATAACCATTAAAAAAAACGTGCAAGTTTTAA3'

Luciferase

 3000

TTTTGCAACCCCTTTTTGGAAACAAACACTACGGTAGGCTGCGAAATGTTCATACTGTTGAGCAATTCACGTTCATTATAAATGTCGTTCGCGGGCGCAA5'

AAAACGTTGGGGAAAAACCTTTGTTTGTGATGCCATCCGACGCTTTACAAGTATGACAACTCGTTAAGTGCAAGTAATATTTACAGCAAGCGCCCGCGTT3'

Luciferase

 3100

CTGCAACTCCGATAAATAACGCGCCCAACACCGGCATAAAGAATTGAAGAGAGTTTTCACTGCATACGACGATTCTGTGATTTGTATTCAGCCCATATCG5'

GACGTTGAGGCTATTTATTGCGCGGGTTGTGGCCGTATTTCTTAACTTCTCTCAAAAGTGACGTATGCTGCTAAGACACTAAACATAAGTCGGGTATAGC3'

Luciferase

 3200

PsrIPsrI'

TTTCATAGCTTCTGCCAACCGAACGGACATTTCGAAGTATTCCGCGTACGTGATGTTCACCTCGATATGTGCATCTGTAAAAGCAATTGTTCCAGGAACC5'

AAAGTATCGAAGACGGTTGGCTTGCCTGTAAAGCTTCATAAGGCGCATGCACTACAAGTGGAGCTATACACGTAGACATTTTCGTTAACAAGGTCCTTGG3'

Luciferase

 3300

AGGGCGTATCTCTTCATAGCCTTATGCAGTTGCTCTCCAGCGGTTCCATCCTCTAGAGGATAGAATGGCGCCGGGCCTTTCTTTATGTTTTTGGCGTCTT5'

TCCCGCATAGAGAAGTATCGGAATACGTCAACGAGAGGTCGCCAAGGTAGGAGATCTCCTATCTTACCGCGGCCCGGAAAGAAATACAAAAACCGCAGAA3'

Luc 3' ...primer

Luciferase

 3400

AloIBamHIAloI'

CCATGGTGGATCCACGGTTCACTAAACCAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACG5'

GGTACCACCTAGGTGCCAAGTGATTTGGTCGAGACGAATATATCTGGAGGGTGGCATGTGCGGATGGCGGGTAAACGCAGTTACCCCGCCTCAACAATGC3'

CMV enhancer promoterLuc 3' ...primer

Luciferase

 3500

CspCI'

ACATTTTGGAAAGTCCCGTTGATTTTGGTGCCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCA5'

TGTAAAACCTTTCAGGGCAACTAAAACCACGGTTTTGTTTGAGGGTAACTGCAGTTACCCCACCTCTGAACCTTTAGGGGCACTCAGTTTGGCGATAGGT3'

CMV enhancer promoter

 3600
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pMIR-REP-dCMV-RAC1 3' UTR (336-1521) wt + downstream gDNA

KpnI

Acc65I

BtgZI

SnaBI

CspCI

CGCCCATTGATGTACTGCCAAAACCGCATCACCATGGTAATAGCGATGACTAATACgtaggttcactGATCTGGTACCTTGAATTCATGCTTCTCCTCCC5'

GCGGGTAACTACATGACGGTTTTGGCGTAGTGGTACCATTATCGCTACTGATTATGcatccaagtgaCTAGACCATGGAACTTAAGTACGAAGAGGAGGG3'

CMV enhancer promoter

 3700

TTTAGTGAGGGTAATTCTCTCTCTCTCCCTATAGTGAGTCGTATTAATTCCTTCTCTTCTATAGTGTCACCTAAATCGTTGCAATTCGTAATCATGTCAT5'

AAATCACTCCCATTAAGAGAGAGAGAGGGATATCACTCAGCATAATTAAGGAAGAGAAGATATCACAGTGGATTTAGCAACGTTAAGCATTAGTACAGTA3'

 3800

AGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGAAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTA5'

TCGACAAAGGACACACTTTAACAATAGGCGAGTGTTAAGGTGTGTTGTATGCTCGGCCTTCGTATTTCACATTTCGGACCCCACGGATTACTCACTCGAT3'

 3900

ACTCACATTAATTGCGTTGCGCTCACTGCCCGCTTTCCAGTCGGGAAACCTGTCGTGCCAGCTGCATTAATGAATCGGCCAACGCGCGGGGAGAGGCGGT5'

TGAGTGTAATTAACGCAACGCGAGTGACGGGCGAAAGGTCAGCCCTTTGGACAGCACGGTCGACGTAATTACTTAGCCGGTTGCGCGCCCCTCTCCGCCA3'

 4000

TTGCGTATTGGGCGCTCTTCCGCTTCCTCGCTCACTGACTCGCTGCGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATAC5'

AACGCATAACCCGCGAGAAGGCGAAGGAGCGAGTGACTGAGCGACGCGAGCCAGCAAGCCGACGCCGCTCGCCATAGTCGAGTGAGTTTCCGCCATTATG3'

ColE1 origin

 4100

PciI

GGTTATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTT5'

CCAATAGGTGTCTTAGTCCCCTATTGCGTCCTTTCTTGTACACTCGTTTTCCGGTCGTTTTCCGGTCCTTGGCATTTTTCCGGCGCAACGACCGCAAAAA3'

ColE1 origin

 4200

CCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCT5'

GGTATCCGAGGCGGGGGGACTGCTCGTAGTGTTTTTAGCTGCGAGTTCAGTCTCCACCGCTTTGGGCTGTCCTGATATTTCTATGGTCCGCAAAGGGGGA3'

ColE1 origin

 4300

GGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCAC5'

CCTTCGAGGGAGCACGCGAGAGGACAAGGCTGGGACGGCGAATGGCCTATGGACAGGCGGAAAGAGGGAAGCCCTTCGCACCGCGAAAGAGTATCGAGTG3'

ColE1 origin

 4400

GCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTA5'

CGACATCCATAGAGTCAAGCCACATCCAGCAAGCGAGGTTCGACCCGACACACGTGCTTGGGGGGCAAGTCGGGCTGGCGACGCGGAATAGGCCATTGAT3'

ColE1 origin

 4500

AlwNI

TCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAG5'

AGCAGAACTCAGGTTGGGCCATTCTGTGCTGAATAGCGGTGACCGTCGTCGGTGACCATTGTCCTAATCGTCTCGCTCCATACATCCGCCACGATGTCTC3'

ColE1 origin

 4600
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pMIR-REP-dCMV-RAC1 3' UTR (336-1521) wt + downstream gDNA

TTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCT5'

AAGAACTTCACCACCGGATTGATGCCGATGTGATCTTCTTGTCATAAACCATAGACGCGAGACGACTTCGGTCAATGGAAGCCTTTTTCTCAACCATCGA3'

ColE1 origin

 4700

CTTGATCCGGCAAAAAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGAT5'

GAACTAGGCCGTTTTTTTGGTGGCGACCATCGCCACCAAAAAAACAAACGTTCGTCGTCTAATGCGCGTCTTTTTTTCCTAGAGTTCTTCTAGGAAACTA3'

ColE1 origin

 4800

CTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGAGATTATCAAAAAGGATCTTCACCTAGATCCTTTTAAAT5'

GAAAAGATGCCCCAGACTGCGAGTCACCTTGCTTTTGAGTGCAATTCCCTAAAACCAGTACTCTAATAGTTTTTCCTAGAAGTGGATCTAGGAAAATTTA3'

ColE1 origin

 4900

TAAAAATGAAGTTTTAAATCAATCTAAAGTATATATGAGTAAACTTGGTCTGACAGTTACCAATGCTTAATCAGTGAGGCACCTATCTCAGCGATCTGTC5'

ATTTTTACTTCAAAATTTAGTTAGATTTCATATATACTCATTTGAACCAGACTGTCAATGGTTACGAATTAGTCACTCCGTGGATAGAGTCGCTAGACAG3'

AMPr

 5000

AhdI

TATTTCGTTCATCCATAGTTGCCTGACTCCCCGTCGTGTAGATAACTACGATACGGGAGGGCTTACCATCTGGCCCCAGTGCTGCAATGATACCGCGAGA5'

ATAAAGCAAGTAGGTATCAACGGACTGAGGGGCAGCACATCTATTGATGCTATGCCCTCCCGAATGGTAGACCGGGGTCACGACGTTACTATGGCGCTCT3'

AMPr

 5100

CCCACGCTCACCGGCTCCAGATTTATCAGCAATAAACCAGCCAGCCGGAAGGGCCGAGCGCAGAAGTGGTCCTGCAACTTTATCCGCCTCCATCCAGTCT5'

GGGTGCGAGTGGCCGAGGTCTAAATAGTCGTTATTTGGTCGGTCGGCCTTCCCGGCTCGCGTCTTCACCAGGACGTTGAAATAGGCGGAGGTAGGTCAGA3'

AMPr

 5200

ATTAATTGTTGCCGGGAAGCTAGAGTAAGTAGTTCGCCAGTTAATAGTTTGCGCAACGTTGTTGCCATTGCTACAGGCATCGTGGTGTCACGCTCGTCGT5'

TAATTAACAACGGCCCTTCGATCTCATTCATCAAGCGGTCAATTATCAAACGCGTTGCAACAACGGTAACGATGTCCGTAGCACCACAGTGCGAGCAGCA3'

AMPr

 5300

TTGGTATGGCTTCATTCAGCTCCGGTTCCCAACGATCAAGGCGAGTTACATGATCCCCCATGTTGTGCAAAAAAGCGGTTAGCTCCTTCGGTCCTCCGAT5'

AACCATACCGAAGTAAGTCGAGGCCAAGGGTTGCTAGTTCCGCTCAATGTACTAGGGGGTACAACACGTTTTTTCGCCAATCGAGGAAGCCAGGAGGCTA3'

AMPr

 5400

CGTTGTCAGAAGTAAGTTGGCCGCAGTGTTATCACTCATGGTTATGGCAGCACTGCATAATTCTCTTACTGTCATGCCATCCGTAAGATGCTTTTCTGTG5'

GCAACAGTCTTCATTCAACCGGCGTCACAATAGTGAGTACCAATACCGTCGTGACGTATTAAGAGAATGACAGTACGGTAGGCATTCTACGAAAAGACAC3'

AMPr

 5500

ScaI

ACTGGTGAGTACTCAACCAAGTCATTCTGAGAATAGTGTATGCGGCGACCGAGTTGCTCTTGCCCGGCGTCAATACGGGATAATACCGCGCCACATAGCA5'

TGACCACTCATGAGTTGGTTCAGTAAGACTCTTATCACATACGCCGCTGGCTCAACGAGAACGGGCCGCAGTTATGCCCTATTATGGCGCGGTGTATCGT3'

AMPr

 5600
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GAACTTTAAAAGTGCTCATCATTGGAAAACGTTCTTCGGGGCGAAAACTCTCAAGGATCTTACCGCTGTTGAGATCCAGTTCGATGTAACCCACTCGTGC5'

CTTGAAATTTTCACGAGTAGTAACCTTTTGCAAGAAGCCCCGCTTTTGAGAGTTCCTAGAATGGCGACAACTCTAGGTCAAGCTACATTGGGTGAGCACG3'

AMPr

 5700

ACCCAACTGATCTTCAGCATCTTTTACTTTCACCAGCGTTTCTGGGTGAGCAAAAACAGGAAGGCAAAATGCCGCAAAAAAGGGAATAAGGGCGACACGG5'

TGGGTTGACTAGAAGTCGTAGAAAATGAAAGTGGTCGCAAAGACCCACTCGTTTTTGTCCTTCCGTTTTACGGCGTTTTTTCCCTTATTCCCGCTGTGCC3'

AMPr

 5800

AAATGTTGAATACTCATACTCTTCCTTTTTCAATATTATTGAAGCATTTATCAGGGTTATTGTCTCATGAGCGGATACATATTTGAATGTATTTAGAAAA5'

TTTACAACTTATGAGTATGAGAAGGAAAAAGTTATAATAACTTCGTAAATAGTCCCAATAACAGAGTACTCGCCTATGTATAAACTTACATAAATCTTTT3'

AMPr

 5900

ATAAACAAATAGGGGTTCCGCGCACATTTCCCCGAAAAGTGCCACCTGACGTCTAAGAAACCATTATTATCATGACATTAACCTATAAAAATAGGCGTAT5'

TATTTGTTTATCCCCAAGGCGCGTGTAAAGGGGCTTTTCACGGTGGACTGCAGATTCTTTGGTAATAATAGTACTGTAATTGGATATTTTTATCCGCATA3'

 6000

HpaI

CACGAGATTGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAAC5'

GTGCTCTAACGTCACTTTTTTTACGAAATAAACACTTTAAACACTACGATAACGAAATAAACATTGGTAATATTCGACGTTATTTGTTCAATTGTTGTTG3'

SV40 Poly A

 6100

BsaBIBsmI

AATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGCTGATTATGATCCTC5'

TTAACGTAAGTAAAATACAAAGTCCAAGTCCCCCTCCACACCCTCCAAAAAATTTCGTTCATTTTGGAGATGTTTACACCATACCGACTAATACTAGGAG3'

 6200

TAGAGTCGGTGGGCCTCGGGGGCGGGTGCGGGGTCGGCGGGGCCGCCCCGGGTGGCTTCGGTCGGAGCCATGGGGTCGTGCGCTCCTTTCGGTCGGGCGC5'

ATCTCAGCCACCCGGAGCCCCCGCCCACGCCCCAGCCGCCCCGGCGGGGCCCACCGAAGCCAGCCTCGGTACCCCAGCACGCGAGGAAAGCCAGCCCGCG3'

 6300

DraIII

TGCGGGTCGTGGGGCGGGCGTCAGGCACCGGGCTTGCGGGTCATGCACCAGGTGCGCGGTCCTTCGGGCACCTCGACGTCGGCGGTGACGGTGAAGCCGA5'

ACGCCCAGCACCCCGCCCGCAGTCCGTGGCCCGAACGCCCAGTACGTGGTCCACGCGCCAGGAAGCCCGTGGAGCTGCAGCCGCCACTGCCACTTCGGCT3'

Puromycin resistance

 6400

GCCGCTCGTAGAAGGGGAGGTTGCGGGGCGCGGAGGTCTCCAGGAAGGCGGGCACCCCGGCGCGCTCGGCCGCCTCCACTCCGGGGAGCACGACGGCGCT5'

CGGCGAGCATCTTCCCCTCCAACGCCCCGCGCCTCCAGAGGTCCTTCCGCCCGTGGGGCCGCGCGAGCCGGCGGAGGTGAGGCCCCTCGTGCTGCCGCGA3'

Puromycin resistance

 6500

MscI

GCCCAGACCCTTGCCCTGGTGGTCGGGCGAGACGCCGACGGTGGCCAGGAACCACGCGGGCTCCTTGGGCCGGTGCGGCGCCAGGAGGCCTTCCATCTGT5'

CGGGTCTGGGAACGGGACCACCAGCCCGCTCTGCGGCTGCCACCGGTCCTTGGTGCGCCCGAGGAACCCGGCCACGCCGCGGTCCTCCGGAAGGTAGACA3'

Puromycin resistance

 6600
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TGCTGCGCGGCCAGCCGGGAACCGCTCAACTCGGCCATGCGCGGGCCGATCTCGGCGAACACCGCCCCCGCTTCGACGCTCTCCGGCGTGGTCCAGACCG5'

ACGACGCGCCGGTCGGCCCTTGGCGAGTTGAGCCGGTACGCGCCCGGCTAGAGCCGCTTGTGGCGGGGGCGAAGCTGCGAGAGGCCGCACCAGGTCTGGC3'

Puromycin resistance

 6700

SacII

CCACCGCGGCGCCGTCGTCCGCGACCCACACCTTGCCGATGTCGAGCCCGACGCGCGTGAGGAAGAGTTCTTGCAGCTCGGTGACCCGCTCGATGTGGCG5'

GGTGGCGCCGCGGCAGCAGGCGCTGGGTGTGGAACGGCTACAGCTCGGGCTGCGCGCACTCCTTCTCAAGAACGTCGAGCCACTGGGCGAGCTACACCGC3'

Puromycin resistance

 6800

AccI
SalI

RsrII

GTCCGGGTCGACGGTGTGGCGCGTGGCGGGGTAGTCGGCGAACGCGGCGGCGAGGGTGCGTACGGCCCGGGGGACGTCGTCGCGGGTGGCGAGGCGCACC5'

CAGGCCCAGCTGCCACACCGCGCACCGCCCCATCAGCCGCTTGCGCCGCCGCTCCCACGCATGCCGGGCCCCCTGCAGCAGCGCCCACCGCTCCGCGTGG3'

Puromycin resistance

 6900

SbfIAgeI

GTGGGCTTGTACTCGGTCATGGAAGGTCGTCTCCTTGTGAGGGGTCAGGGGCGTGGGTCAGGGGATGGTGGCGGCACCGGTCGTGGCGGCCGACCTGCAG5'

CACCCGAACATGAGCCAGTACCTTCCAGCAGAGGAACACTCCCCAGTCCCCGCACCCAGTCCCCTACCACCGCCGTGGCCAGCACCGCCGGCTGGACGTC3'

Puromycin resistance

 7000

SfiIAvrII

GCATGCAAGCTAGCTTTTTGCAAAAGCCTAGGCCTCCAAAAAAGCCTCCTCACTACTTCTGGAATAGCTCAGAGGCCGAGGCGGCCTCGGCCTCTGCATA5'

CGTACGTTCGATCGAAAAACGTTTTCGGATCCGGAGGTTTTTTCGGAGGAGTGATGAAGACCTTATCGAGTCTCCGGCTCCGCCGGAGCCGGAGACGTAT3'

SV40 Promoter

 7100

AATAAAAAAAATTAGTCAGCCATGGGGCGGAGAATGGGCGGAACTGGGCGGAGTTAGGGGCGGGATGGGCGGAGTTAGGGGCGGGACTATGGTTGCTGAC5'

TTATTTTTTTTAATCAGTCGGTACCCCGCCTCTTACCCGCCTTGACCCGCCTCAATCCCCGCCCTACCCGCCTCAATCCCCGCCCTGATACCAACGACTG3'

SV40 Promoter

 7200

TAATTGAGATGCATGCTTTGCATACTTCTGCCTGCTGGGGAGCCTGGGGACTTTCCACACCTGGTTGCTGACTAATTGAGATGCATGCTTTGCATACTTC5'

ATTAACTCTACGTACGAAACGTATGAAGACGGACGACCCCTCGGACCCCTGAAAGGTGTGGACCAACGACTGATTAACTCTACGTACGAAACGTATGAAG3'

SV40 Promoter

 7300

TGCCTGCTGGGGAGCCTGGGGACTTTCCACACCAATCTTTCGTC5'

ACGGACGACCCCTCGGACCCCTGAAAGGTGTGGTTAGAAAGCAG3'

SV40 Promoter

 7344
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